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phosphalidi<: acid, n~GlYlllaYll;;~f), 89, 269-270, 409, 425
 

phosp lidk' cid ph ~ph.· ,269
 

phosphnLidyl eh hne, wmlYl,i\~all'liltl, 89, 252, 271,407,412,
 

415,425,450 

phOsphnlidyl elhannlamrne. Ylailw';;liliHa'l'l1u!llI,i1u, 89, 271, 407,
 

412,4.25
 

phosphatidyl inosilol, wllavll,,61'lllillJ'Iil'lDCt, 9, 40 .425
 

phnsphatidyl inosilol-3 4.5-lIiphosphatc, PIP , vlmlw,;;~aallJti
 

lllJa-3,4..5-1ml'lmlLYl91, 466-467 •
 

phosphaltdyl inoilol-4,6-hisphosphatc, PIP , YlililWl'V1~aaluii"'llii
 

4,5 Yla<ll'rlO1, 89, 466
 

phll,ph lidylserille, Wllllyhilii Ltlil~lJl89, 407, 412-413 425
 

phosphollnhydride bond, l'itlll::Willllv1LLlllJl!llijl~~, 198
 

phosphocholinc, YlllulYlT..8U, 27 I
 

pho'iJlhodle.~Lcr hond, l'iuotYlilaTYllGl,alfmai 9, 178, 325, 38­

339,341. 474
 

ph ,phodlcstet'USC, 308, 321
 

phosphoen Ipyrovule carboxykinase, PEPCK, 226, 233-234
 

phospboel1o!pyrUVtlIC, PEP, l'lil l'liliiualll~~L1Iil, 199, 212, 215.
 

226,233
 

phosphofrucLOaldolase. 247- 24 8
 

phosphofroctokinase, PFK, 122, 212-213. 2J6. 233
 

phospho~tQkinlL'e-l,PRO, 217,237-238
 

phosph.ofruclOkin:m:-2, FK-2,237-238
 

phosphoglucllInumse, 242
 

6-phosptloglucoll,ue. 6 - YlnlltYln~ll'lL'UOl, 229
 

6-phn!.ph. glucl,lnntc r1<h.ydro:g nase, BGPD, 229-230
 

6 -pho'ph gluconate Inct na'-C,229-230
 

6 -pho'ph.oglu<: 11.Ile-d-l3l:tOIll:, 6-Ylilat1'ln~llil LlJOl-L~iltil'l-


U 01,,\1,229-230
 

6-phospl\ogluconol CWne hydrolase, 229
 

2-ph sphoglyceralc, 2-Yl!l1I1Y1nal'llilL10l, 212. 215,'233
 

3-phOl1'ph glyce~ 3-YllIillvlnaL7f1lL'l0l 212,21 t, 228, 292, -t31
 

ph(hphoglyccral.C Idnll. 212,214
 

phlJsphoglycernle rnUI.,*. 212, 2] 5,431
 

phospho 'Iyceridc. vlaahlniil'lllJhi. 89
 

pho pholle~oisomerasc, 212-213
 

3-phosph hydr xy pyruvate. 3-l'laillwll1li1'lan;l'lw2L111l, 292
 

phospl1oin ,ilOl, Ylaat,Hi1\1f!nBil. 408
 

ph. . pholip3.se, 253, 409
 

ph'lS'PhOlipa, ",,253
 

pho>pholipll.\e" ,96,253
 

ph ''Pho1ip;t.c ,89
 

ph spholipase C, 253, 461
 

I'ho\'Pholipase 0, 253
 

phospholipId, Ylililll'liiVlfl, 78, 89. 92, 252, 254, 267 270,407,
 

425,432-433
 

phosphomannoi,omemse, 249
 

phosphomolybdIc ULld, n1G1l'l!latvl1~"lJ~n, 106
 

4'-phospllopante\hetne, 4' -l'lilalvlLlVl\lmiia'l, 264
 

phosphoprotein phosphala.o;e, i37, 462
 

5-pho~phoribosyIllDl;lle.5-l'lllil1vll,.tu'ilLilij\l, 312-313
 

5-phosphoribosyl-l-pyrophospha[c, PRPP. 5-vlllalYl111lJul'l-1­

lV111~aaivl~,6B,312.315,3~9,322 

pho'llh,)nc acid, n'lli1l1llilWD; , 158
 

ph ~ph rus, wllavla~ll, 152-153
 

phospho _I~ 243
 

ph sph '1'1",c kinnse, 2-t5
 

pho pharyhued mllQund. in'i\h::ntl1JYlaaiYl;)Gh~ 1 198
 

hosphorylated <ugur, J 11ll'lail1YlOl, 66
 

phosphorylaIJon, n,.nii~~~W!lilivlil. 364. 390
 

rho phorylation cascade palhway, 245
 

3-phosphoserine, 3-vlmllY1L'lI!lTu. 293
 

phosphotungslic acid, n~GlYl!lalYl";"ll-fl, 106
 

ph.oloautotyophic ccll. ;;'!lLLil=U1Jl'lfiL~fJV1~llijfl;ti~Lfl11='l1'UiNl.. 191
 

photolyl1Se, 384
 

ph tore cliv81iOn,lYlT"iLUlnVlL1li"" 334
 

ph.yllVlluinone K, WaTllI'111u\l, 154-155
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phy~iological cheml~try, if;';"fmU-lLflii
 

phyt3fllC mlld. 3.7,l1,15-letr.lmerhyl he~anUlc a<:id, f1,~l'l'lmuf1.
 

261-262
 

phylol, vll'lilil, 261
 

pmOC}lil~i ,Yllul"ln a, 36, ·116
 

PIP.-'~Ifk phosphatuse, 457
 

plasma., 'I'li\11l1ll, 420-421, 433
 

pla,ma r""li,,!! g.!w;ose, pr<i, 241
 
-l ..
 

pbsma membrane. LUtlljlJVlillilm, 35, 407
 

plasmalogen, Vlilli111ltllLQU, 89
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plasmid, 'n 1 ii0, lll8, 475-476, 478-479
 

plasmid pBR322, 'W 1 ii~ pBR32Z, 476-477
 

pi:lsmin, 'n laiiu, 442-443
 

plasminogen, 'nalsiiltmnl. 442
 

platelet, Lnalln8DVI, 421
 

platelet uggregation. m~lfll:n~ll'llil'lLn~~l\aEl~,436
 

platelet plug, 436
 

platelet-acti aJ.ing fuctor, 89
 

PF1, U'fltlLOlil-lLnii(;llihl I I, 437
 

PF2, L1'fl0l ili'ulafilRElvl 2 437
 

PF4, L1'flntlllil{lniifllatl9l4, 437
 

pl tdel-deri ed growth fncl r rc eptor, P F-. 464
 

platelet-derived gro th actor, PGF, 255, 463
 

pluripotenlial stem cell, PPS , 1'lllla~1Jfil1\l~tlillilfl"\l1lI'H"uliiull.
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polar lipid, a';lililtT1, 407
 

poi:lrimeter, Lfl~lN polarimeter, 1
 

polarized light, U<H':\I1\JL~U1, 17 103
 

poly A tail, 346
 

polyacrylamide, 491
 

polyacrylami e gcl e1ectropho . is, 495
 

p lya nylatc-pol merase 346
 

polyci trani mRNA, 'WElllililn':!ililn mRNA 18 ,351 382
 

poly y tron gene, 374
 

polyrle,) yribo.weleoti<k, 'n!la~ilElnuhtuil1RatubGf, 165-166,
 

175-178
 

polyelhylene glyc I, flilalilii'iiu1nllRllOl, 115
 

polygenic 'ene, 374
 

polyglulamare, wililn~'rlll)Jil, 145
 

polyhydmxyaldehyde, 'n!liill1lil'liln ii'lliilslPi', 53
 

polyhydroxyketone, 'Wl)~1!1fit~fln.;rffinu,53
 

pulymerase activity, 325
 

polymem'>e 'hain re:lCtion, PCR. tllimtl1~nl'liwil \llllL'ICl, 5, 471
 

478,486-487,491,504,508,513
 

polym riutlonrnle, ti'Wllll~11.\lm'~1lif1!lil1flatillfl .326
 

po!ynude(l[idase. 321
 

polynucleOlide, 'Wll~iht'atillYl~, 158, 165, 308
 

poly I pathway, iowaaililll, 67.239
 

polypeptide, Wll~I'ntl1YllPi', 05, 351 357, 362
 

polypllllslC mtegral protein, 409
 

polyprotein, wlliltth&i\.l, 401
 

polyribonucleotide, 'nilal"lluu1flii'flllnfi'. 165 -166
 

polysaccharide 'niliiutinfllhfi', 54, 69, 189-1 0,2 7.232,241,
 

249,411
 

pul Sllm Wil-t'lfll. 185,356-357
 

polyun: fUm~d fillty acid, PUFA, rl1(;ll!l~U'W~1l;1Lfl,,'Ii'!lU, 0
 

pol vinylidine lIuoride, PVDf, 499
 

P-om 's di""ase, GSD typo: lL 246
 

P rphin wilWlu, 445
 

porphobilonoge , PB ,Wil'ilWU·tUL'IU, 449, 452
 

f1Qrpbyn~, 'nilf1Wt~V, 451
 

porphyria cutanea tardu, 452
 

porphyrm, W<l~1'fli\.l, 226, 281, 445-448
 

porphyrin ring, 1-llL11111WllilYliu, 141, 456, 448
 

porphyrinogen, vrnihRtUt \.I, 448
 

post ab!;orplive state, 1111::'I\a"nl~~lil;lll '101m,., 299
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poq h palic jaundice, rn1::iitl\.I~Li'ifil'l\.w'llniraJUU~mju8iln'l1n
 
l'1laafltJltlul1, 455-456
 

p t prandial tate, I1n::llOl::ii'Ul1;llnliNiin1'j~fiIii~il1'1\l~,299
 

p stnatal hemopoie~i', m~ai'1-lli'i8f11\11'::u::'I\a"flallfil 423-424
 

post-replicallon repair. 335
 

posltrunscriptlonal modllicalJon, nl'lf1nUvl"'I\cWn1'1allfil~"il, 372
 

post-transcriptional RNA pr essing,345
 

posttranqlational moditication, rl1~;fiI11tlll-lttJLl'1t!Il'l\~"n1"1LLtla";ll,
 

358,362.372,479
 

potassiull1 chI ride, KCI t'nU'rllllii!J1JRaah~, 196
 

puUlssiurn uxalal ,lViUfllllBVll1111n'lfllaVl. 443
 

p~lbumin, 'W lii"\ln1,\. 149
' l: ~ .. 
p~u, r,a1~~-l~1,\VUlmllln,29, 188, 190,296
 

pre-lImn v,tllitlln A, 111~ e-\!ii'UtliH"im1iilJLtI, 151
 

pre-hepatic jaundia:e, rnl::~·dl\.l~Lnfilrlil1,\~uiiJiJlJ'l::~Ol~)J~~
 
nl!t~hl'lti'itiu. 455-456
 

~k.aJlekrejn, W;URaL<lLfl'iall, 438
 

preplll1ltory phas~, ~!I~M'lU, 211
 

pre-proinsulin, WnW'iijlJ\!~lI, 363, 484
 

pre-ribosomal R A, pre-rR A, 343. 346
 

30S preribosorrt3! , 347
 

Pribnow box. 339
 

prima uine, l'W~Jllfli\l. 231
 

prirnaquine,l'W'Illll'liu. 432
 

prhmtry Clive 1r:m~P(1rt, 4.16
 

prim ry la"tose in! lerun "e, 209
 

primary messenger ail8tyl\jlOltl;pJlJii,460-461
 

prinw!)' structure, tf1'1"ifil~tl3)JlJii, 23. 107, 108
 

primary transcript, RNA -i'lIlhtilGl, 345, 399
 

primuse, 329-330
 

pnrnille 1W~lllVl, 148, 232
 

primer, tYl'itll f. 332,494-495, 513
 

primer annealing_ 495
 

primo~ome.1-w'll~t'lf).l,330-331
 

pnncipal clenu:nl, tll~Mtln, 28
 

pr binicid, tW'iiHlti~, 139
 

procarboxypcptida:<e, 279
 

PlVCaryolc, hhu.Rn!JWl, 33.-34
 

proenzyme tmlEl\.ll'lfsJ, 42
 

progeslclllll ,t'n'lI~alYl<ll"il./, 393,468
 

prol(\l:tin, l'W'iuanVi\.l, S88
 

prolinc; lW"lii\.l 100,148,236,290-291
 

prom ler, p, lW'IlllL~l'l{ 339-34 1343,373-374,397
 

p~ freading activIly, 326
 

pro-opiomelunocorun, 401
 

propha, ,1'W"Illla, 1113
 

propionyl oA.lw'IwlilualflLil, 260
 

prop I nyl CoA carbo ylase, 260, 289
 

PROSITE. 509, 51 4
 

proStlUlyclin, Yl~ilanl1'lff1ii~, 95
 

pl'Oi U1glandin. W'iilll"lUml\J~U, 79, 95,408, 461
 

prOc';tlln ill. 'n';aam1,\!JUvl, 95
 

pr slh tic group, lt~W'illaln6in, 121, 134
 

protamine, tW"lmjlu, 183-184
 

pr It' ',114,135,500
 

26 -prcll"-""Ome, 26s-1tl~fiLtlt'lf)J, 369
 

pTOl·in. Ttl1'~1J, 98 107,190,278,297,30
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prot in 4.1, 410
 

prol in array, 498
 

prolcin C, 4 2- 43
 

Protem D-d!ll Bank, PDB, 510, 515
 

prolcin degmdallon, mn;,altihhiilJ, 367
 

prolein denaturation. m':r\iltJaI11Wll')'))Jllliit1fl~l11')iilJ, 114
 

prot 'in ~ hJm , m')muil1111l~111')iilJ, III
 

Prot"in Identific lion ReroUTe Protein Sequence O:u.ub:~ PIR, 118
 

prut in kinase: 270,364,400
 

prolein kUlll! A, 2.37,2 4-2 5, 62
 

prolein kinaJ B, N.l, 466
 

prolcin kin se C. 241
 

prolein kin, sc G, PKG, 467
 

prptcin microarrlly, 471, 503
 

pn>lt:in n:naturarion, m')n;lJ~a111WIl')')Jlf1Ii"m~tthlil\j, liS
 

prolein S, 443
 

pr rein ~equcn ing, 498
 

pr I in I1lbilily, fl11Ull1ntJ'tltJ~tll,iiu, 114
 

pfPtein . nrh~\i\, nl111-1lf'l11t~thlilu, 351
 

prolein targeting, n1'5U1t1l11il\l111ti~lih"'ll1tl, 367
 

protein genic ilI1i ocid, 98
 

prOle gl can.11l1millnauflu, 72
 

I' leol ti enLym', 11
 

proteomics,l111fluliliJncf, 6, 118
 

proll1rumhin,lw,)Yl'5£1Uiiu, 105, ISS, 364
 

prolhrombina: e, 440-441
 

proton acceptor. lfl'j~i'l1Ul'50;U11l'5flilU. 38
 

prolOn dolltlr, al1~1'l1)J1101,;tUUlllU. 38
 

proton motive fOl\:e, U.'5~iUlfl~ilu1th"au, 204,408 

pr ton _ ifi ehJlU1 I. r , tiil" 'llYn::, 204
 

pr lOporph rin,lw,lm'filflWiu, 446, 47
 

pr !oporphyrin m(IX),lYl11Ylwil11mu trI (IX). 447. 449
 

pr loporphyrin IX,lw TYlYlf)'i1mu .4 7-448,451
 

protoporph rinogen 0 idai<e. 449, 451
 

provilamin A, 149, 151
 

PRPP glulamyl .unitt tnmsfcru.<;t:, 314
 

PRPP synlhcta,e, 3 lO. 312, 314
 

pseud pod, 'l!1~W1l0. 436
 

pseudouro ii, ~I-uroeil '111jl~L :ea, 1 1
 

pl>eudouridlOc. \ I-undine, 'e'ljl~'~ll, 347
 

pTEFb,344 

pt~ridine, 1l'l1liil\l, 144
 

ptcroylnlulmnic acid, PG f1')~L"flhii n~miin, 144
 

purine. LUil;i1~\I, 170, 308- 10.321 

purim: deoxynbonu leo ide, ih~u~!lan'!lhltlil1RiiTill'll', 162
 

purine ribonudco ide ih1u1'51uulflat!l1'IJ~. 162-163
 

purin ribonucl otide. W1~uhlUU'lAa11l1Yl", 312
 

puromycin, ;bh,rtJ~u. 365
 

pyrun, WU"l\l, 59
 

pyranose ring, 'l~Ul1'luwll'jlua, 9
 

pyridine, Lwi~u. 142
 

pyndoxM,lwiftania.142 

pyntloxal pho~phate, PLP,lwi~fln'liilvlullll'l~, 156,282,449 

pyritJ xamin , lwi~lJn'1nii\l. 1·12 

pyrido,aminc plwsphate,lwi~l1n'IJli1'Uvlml\yjll1, 143
 

pyridoxine B , i1l11iiuihm,lytitlaniiu, 136, 142-143, 282., 451
• 
pyriirnidine dcu"ynbonuclc 'Id , niii~u~EJililn;lhluii1fliit!l1'il~,
 

162
 

pyrimidlO , Luamiiihl. 66 1 5,159-160,170,22 ,281 308,
 

:no, 321
 

p}rimidin ri nUl:le ill, n;iifj'UhlUu1ftiiTill'll9l.162
 

pyrimldinc n nudCOlJtIe, mii~uhllJ;j'lfla1illYl', 163, 316
 

imidin nng. 1~U \I1uniiiiiu, 136
 

pyml ring,"N l\\1u-whil, 445
 

pyroly IIJc.lwhlati\l, 1 I
 

pyr phosphatase, 242
 

pyroscqucn ing, 496
 

pyruvarc,lw.1'l9l. 190,211-212.216.218-221,223.226.233,
 

235,263,280.286,2 1.301,4 1
 

pyruv(H ar x la" , 2.26. 23 -234, 263
 

pyru . Ie dec rhoxyl, ,220
 

pyrUvll1c dehydr g rul>e 270
 

pyruvate rl hydrogen:l~e I:ompl X, 33, 220-221 225 228
 

pyru ate dehyur g n~ kin ~ e. 221
 

pyruvate dehyd gemL'iC: p sphate phllsphutaso:. 221
 

pyruvate k.inase 9,215-218,233
 

Q 
quaternary ammonium,S 2
 

quaternary struclure, tfl,)~ilfw~~PlJii, 23, 107, 1 t 3
 

ljuenchcr. 490
 

'1uinin, fliiiu, 432
 

R 
rdcemi mi. lure 1fl11-l llU11;liin , 19
 

nuli active W~ te, n1nn~,r\lflt1lw-i~il 495
 

radi immum' -ay, RIA, 5
 

RaE-I,465 

raf6no e, v/;(tUll. 69
 

RUIll.1chundran pi I, 10
 

Rapp (lOrt ubering ~hul1\, RL ,hulll. 218, 431
 

run: ba.'oc:, LU 1filGl~wul~tJ,n, 159
 

Ra~ protem, 464-'165
 

Ra,Mol. 515
 

rate eOlllltaflr. tilfl~~tl£n\.l~fJl. 123
 

rale of Ie lion, ti'~11I'hlla~tJiiiiiU1, 12
 

p-,k-pendent. 342
 

reading frome, n11lUOl 91\1, 4 4
 

real-lim PCR, R -PeR,488 490
 

REB" E, 513
 

reoonucleo Ide diph ph.a1e. hluih Mill'll via Lvi ,321 

Re.:A proltin. 335
 

reearl,llhali 11, 4-42
 

receplor, ~1-itJ, 4 11
 

re.:epl r :.'uanylyl cyclase••hi'mil"fhluihlllfLflila, 460. 6
 

469
 

receplor tyrosine kin • ~iTi'tllY11'itiulflluCT. 46 ,463,469
 

n:eOl!nilion 'nc, tilu",\l~Ql_ 473
 

recombinanl DNA, D A IfltJl-lll)J, 333, 472, 476-478,480- 482
 

cQn1hinilnt DNA t hniLI " IYlfIU Cl1tJI-lllJl, 471, 485
 

recomb;n.,"! DNA I hn logy, LYlfllulaii ON Ifltll-lll)J,513
 

c mbin,IOI pI 'mill Yl 1, iilil 1(J~,a)J 477
 

n:combmanl plein, 484
 

n:c(lI11hmaltIJR repair, f111'1ia)J161vn1'Uflf1L\J~tJuch'U'I!EJ~ D A,333
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red blood cell L~~H~tlVllLm, 231, 410, 421, 431
 

redox reaction, t1ljmtJll tlmi', 24
 

reducing ag'nt, ii'l'i·l'1:f, 24 107, 196
 

reducino equivalent, -~1~~5A'il1L~1JiI, 195.227
 

reducing ,ugar, Jlmfil1~i1'11', 63, 68
 

reduction, ~~nill, 24
 

reduct"m potential. E". '1~flEJ1't1rl1:;~n-n'u,196
 

efsum's disease, 261
 

regulartnry 2ene, U'U.Al\J~lJJ, 374-375
 

regulatory cnzyme, LtlU'l'lUJf11tJ"lJJ, 304
 

relaxin, 486
 

release' lac lor, RF, lL~mVltl~'1J<1011JcimJ, 362
 

RF-1,362 

RF-2,362 

RF-3,362 

renaturation, annealing proce", I11lnol\Jioi1J~"jnwlj 'l~JtntJ. 172
 
" l' 

r~peat unit, mnl'Jl'Ji3lJ'lIfl1111'i'1:l1 493
 

repctitive sequence. ,hVltILU"ilf1'ULlJU?lVl, 493
 

replica plating, 477
 

replication, m"lriltlll1J1.J, 171, 323
 

replication fork, ~VllLtJtl tI, 326, 330
 

repli,orne, 328
 

reporter d 'e, 490
 

repressor, 375
 

rCsonance 1~hlL1Jul'f, 106
 

resonance stabilization, mlllUliitl"i;jLii~'iI1nL'lL'liLL'IJ'IJ'li',9
 

re.spiratory a..:idosis, 50-51
 

respirator alblo,i, 50-51
 

respiratory dislr ~~ syndrol1l ,486
 

response element, 390, 399
 

re,ting stale, Jlll%~n, 298
 

reslrictinnendonuclease, RE, 471-472, 475, 477, 481-482,494
 

B,!!I E. 474
 

B'I Ell, 474
 

EcoRI,473-475
 

Hae fll, 474
 

511/ 1,474 

SeaE,477
 

Sin E, 474
 

Sma E, 474-475
 

Xho E, 474
 

Xho [[,474
 

Xnw E, 474
 
.. . . , ...

re,slncllon SIt tillLLWU Gl~ 473
 

reticulocyte, LiJ~LiitlV1Ltlil~1t'Ul:Gi'l;:itl'll, 40 1,423
 

reticuloendothelial system, 453
 

I,	 retinal, l'iiiir", 119
 

retinal-op~in comple,s, 150
 

retinoic acid, n'HlL 1LIliln, 149
 

retinol, L'iiiumt, 149
 

retinol hinding protttill, RBP, ] 49,435
 
, .. 

retmol estcr, lil"L'I'ItI~titl~L1'1'1U!l<l, 149
 

retinopatby, 'iI!ltl~fl1'1'1G\1l~tll, I 4 2,11
 

retroviru', ~hnb-j'il, ,332, 348, 382, 480, 490, 504
 

rt"V rsc cumplime-nr, 511
 

re e"" phase column, 502-503
 

rev~~ lranscript:\.<c:, RT, 323, 331, 348-349,482, 490-491
 

rbollopsin, hVltlvi!lJ 150
 

n boendon uc Iea.se, 346
 

riboOavin,.B • 'imi'hlUitll'l. hl\J't1in'i'IJ. 136,138
• 
,ibonucle'l ,308.451
 

rihonuclease D, Rnase D, 347
 

ribonuclease P Rnase P, 347
 

ribonucleic acid, R A, n'i~1hlui)1fl~~n, 159,176,178.181,! 5, 

308,321.385.396-397,402,470,483,490-493,503
 

RNA primer, 326, 329 330-331,338
 

RNA pmbe>, \illVl'i1'J~1.J A,483
 

RN processing, 352
 

RNA replicase, 323, 348
 

R replication. nl':i\ilUlL\J1.J R A, 323, 348
 

R A splicmg, mWlv1LLvi~ R 'A,345-346
 

R. A trJ.n~cript 342
 

RNA-direL'ted D. A polym rase, 348
 

R A-dire(;ted RNA polymerase, 348
 

1 NA-D, A hybrid, 348
 

RNA-induced ,jlcncing comple~. RI' ',402
 

ribonucleoprotein, 332
 

ribonucleoside, hTuiJll'1illit1'IJvf, 162
 

ribonucltnside djpho~phate reductase Ioy,lem, 320-321
 

ribonucleoside triphosphat". I P, l luihAiltll1'll~1rr'iYl!lilL't1Vl,
 

338-339
 

ribonucleotide, hl\Jihflalv'h1Vl, 147,1 3,31 1-:1l2, 316
 

ribonucleotide reductase. 31 7 - 318
 

ribos ,hhHI, 53, 55,159,228,308
 

nb'lSe-5-phosphale, hl1.J<1-5-W1l'Hyj~,229-230, 312, 322
 

ribosomal protein, 383
 

ribosomal RNA. rRNA, 179, 345-346, 356. 381,383-' 85
 

55 rNA, 347
 

1635 rR i- :347
 

2:3S rR 1\, 347
 

ribosome, hl'tJ1'Il~ 34, 185, 356-357,359,361-362, 367
 

ribosome bmding sile, RBS, 35:1,359
 

ribol!l rnidinc, hlu1I1ii~tJ, 162,34'7
 

ribozyme, h1'Jhd, 120, 345, 361
 

ribulose. 'l"'Y1<la, 55
 

ribu!o,e-i}-pho,phaw, l 'i'\!1<1a-5 waalrll, 229-230
 

ribulosc-5-phosphate epimerasc. 230
 

ribulose-i)-phosphate isomer~~, 230
 

ricin, h~, 114, 366
 

rick'ls, hflfi1l;V1n!:iall, 151,153
 

rifampic'in, hll'\'hrri:alJ 340
 

iikc.IS rrE'\'~nlive factor, 151
 

jJ- independent, 342
 

R genome, 338
 

R A interference, k. Ai, m"lllY1 ml'il1nl .. ,i111'j1J!l~ R A, 400,
 

402,471.50:>, 

polymeca,..." 329, 3~30-334, 338-343 69,373,375-376, 

378,380-3&1,383,390,395,397
 

RNA polymerase I, Pol I, 343
 

RN polymerase II, Pol II, 343-34
 

RNA polymerJ.:ic m, Pol Ill, 343,393
 

Rnase 115
 

rod, \'!f cl'1El~I, 150
 

RT-PCR 513
 

541
 

2 



IT lactor. 339
 

S~tL'Chilr()myce.\'ccn::vi,\iat.'t u~i, 386-:J~7~ 479'1 505
 

S-alknosylmclhioninc. SA '1.271.292,388 47:3
 

S-adenosylhon",,:ystcin':. 292
 

S EGenic,515
 

SAGF lihraric>;. 515
 

A EI ',515
 

salt bridl'c, 11~'VIltlLnalJ, 196
 

"iulting in, 1. I 5
 

....aHing our~ 115
 

salv~gc path, ay. 4 mji-'iu, 312. :319. 321
 

Scm LJi~go Supercomputcr Ccnter. 511
 

'aponiJication. a~tli'ltJilVh~li\l, 88
 

sarcoplasmic reticulum. 'lllnflWalaiif1l~-Aclll, 416
 

salural'd fatly acid, ,n~'ltliu5ll1ii' .80 •
 

S:lwhurse prnjectic)l1, l ..t
 

~G vl'ogcr r ceplor, 255
 

scurvy '''ii'lanUGl<lflLi]vl, 48
 

second m,,-~sen 'cr. ~mlQjlYlt1JVlijifJnii 461
 
~ ~'~ ~, 

<l'<Hld subslrate', '/1um'1111Yl<l'H. 134
 

"ccondary lact\lst: into!enll1l..,:(t ~09
 

sccondary structure, 'lflj~afu'lGiulJil, 10,23,107. 108
 

secrelin. '1i71~ I'll. 252, 279
 

scdoheptulose. ~'li(mll'l.hJla , 55
 

sedoheptulo>c-7 -phosphotc, 230
 

,elenocy,tcinc, '1ll:lY.lJ~mfliill, 100
 

~l~nocystcinl' ill~Crlioll !'lequcnCc1 SE '15 1 101
 

scmiconservative replication. 324•.330
 

seminal \'eside. 40
 

scn.'" strand, 338. 76,511
 

,<:quenc" ruld. nntll"l1~a1~tJri[)lj\olll'" 18
 

Seri,,1 n"lysis of Genc E-'prcssion, SAGE, 509, 515
 

",rin", l'1lllru. 23 ,270,272,2 0,363
 

serin" hydmxymclhyllransr ,.,,,e, 293
 

s rin~ T"\\lea c., 1 13
 

o;ermoo;n, ~'Il1lht'l'l1jll, 433, 436
 

~~nrinc rect:ptor. 62
 

scrum.li!;'l.J, 4.21
 

,esquiterpen~, L'/1I1Ai~llt1.,Y;ll. 93. 94
 

sev~re combined imrnunodilicicncy disease. SC'ID. 504 -505
 

SI12 -dom;lin. 464
 

Shine-Dalg"mo sequence, 35:3, :359
 

.shuuk '" 'I,·m. 'i~utJtll~ihltW~, 216
 

si"li" acid. n ImtifJ-n, 67.91 :164
 

sicll~ c~1I "n,mia, ~iim~mj1LLliHihi'n1'!IU~lU\l31hf1tt1,113
 

"iddnatil.4 7
 

"ignal control. mtJl'J~Jt~fJiif.1!f1!l~. 304
 

signal peptide, 367-368, 370
 

signal \(;'4ucnc~, ;367
 

••gllal transducti n, m~1i~~1iJvH'l\JlY'W,456. 469
 

signttl-recognilion paniel', RP,367-368
 

~dk libruin, L<l1JhnJ, 400
 

,imple dillusioJ\ .. tll'l~l~~lLUU~nllVil. 0115. 416
 

simpk lipid, i\YiVl6~~'-I"l1. 79,8
 

Snl1pk Modular Archit""lll1', Research 1001. SMAR ,615
 

simpk pmtein, '(tl~~itl[j'j~IJVil, 98
 

single bond, Wllfit~~fJl. 9 

"iinglc-slr<.1rH.k:d DNA-binding prutein. SS :3281
 

single-stranded DNA template 4 5
 

Sir H"ns Krebs, 221
 

small int~rfefen~e R A. ~iRNA, 402, 503
 

,mall nuclear ritKlIluelcoproteill I'arliel"'i, snurp" 182, 345
 

small nuclear NA, '0 NA, 182,345
 

'mail slable I I 182
 

.small temporal R I, stRN, ,402
 

suaI', cnj, 84
 

sodium "lide, h~~itJ~lill'11'-. 203
 

"JdiuIll hen7oate, l~~~umuUL'~~flGI, 289
 

S"dIUIl1 dode"yl sulfa,", SDS, L'!lL~wi[V1~V1~n~ml'l~. 113. 115,498
 

sodium dudecyl sulfate-polyacryl,Hllide gcl e1eClrophoresis, OS­

AGE, 4.98--199
 

sodium glucn:-.c tran:,portcr protL:jn~ SOL • 209
 

sodium phcllyJacet<ltc, 1'lllvifJlJWi)<iL~i'l'ilLl1it" 289
 

solubk RNA, sR A, 1 I
 

somatic cell, 1'1f <i~l'lnlt:J, 17 .3 2,385
 

sOIllatolropin,l'1f~nLV11",Viw.486
 

~,()n (lf~evC'nl 11Onl()logYI 50S, 464
 

s"rhilOl, 'll~fihlfl<i, 239, 241
 

sorhil,,1 palhway, ~1i'/1'il'iihliJ<i. 207, 239, 240
 

SO resp"n,~. 3 26
 

S"uthern hl"t analysis, 494
 

,"m.them hlot hyhridilal,on. 472
 

Soulhern blotting, 492-493
 

specific rotation, A nl'l)l jU~l~Wl~, 18, 62
 

spcelrin. <lLUml11J. 410,425
 

spenn whale my £Iohin, hILl)LnaUu.llttUmll\>l;lVWfl1lJ. 112
 

spherocyte. mvl1Jhhvl. 417,425
 

sphingollJlid. <l¥J,;lniiYlI. 7 ,89-90,92. 252, 271,407
 

sphingomyelin, <ltJ~lflhJBaU. 90, 271-272, 407.4 J 5 425
 

sphingomyelinas', 271
 

'phing",ine, <lvhlntBtl. 79. 27 1,272
 

squalene, afnl~'l. 94
 

SR ,465
 

."itag~r~d~ 14
 

slandard lrce energy chang", . G..·• w1i'~~lt!iiif')l:'Illl fiu<l'~llllll::
 

m,l'l!l'J, 193
 

~tarhyl{lkinase"" 4-4 ~ 

stareh.Un~, 53, 69-70, 207, 241
 

starvatJ()n.lll1t'!llV1m;fl~,298-299 

'[<ilionary 1'1\.(" . ~wilmjri'u~ 502
 

st"ady stale. ftll~fN~,"125 '191
 

sle:lric acid, fl'iQlilLIllU;n, 80. 82
 

,te.rcobilin, Cllg)!J'llflUalJ, 453-454
 

Sltrcochemisl''), illC18~'(t1~f111, 63
 

slereoisom~r. L 1 8111 '1lL~JfJ{, 15-16,56,98
 

'I mi(. if~Yl1l'jmJf,. _2­

\Il'rnid alcohol, {ll,lfJ avvr~L1liln8'Jarl, 65
 

l('mid l'eLeprur, 469
 

,reml, ,Hmnall, 79,93
 

\ler,,1 e,tcr, ilLmJ'ji'lma,Hn!J{ 88
 

sticky end, UmfJll1ilfn, <174
 

stigmasterol, (l~nlJlillVlil.,a<l, 4
 

stop codon. niafJ~, 352
 

542
 



lilSSlj(j 

'Image fud, ill~Bl1n~1'Iw~,n\.l,,::aIJ, 2 7
 

storaBc granll1L:~ LLO':il.!fta::a:J.J. 34
 

streplokina' , 442
 

strept(lI11yein, a (iJ'iul",j'£j'E\J 5
 

mess, J111::1A~!J~, 112
 

,troke, mJ,N'!JlAIRiHl, 241
 

>[Cumalin, ilhl lJllill.425
 

structural ~cne~ 375
 

,tructural i,omcr,liJhLlJi]'i11'l"i1a~H 1S
 

suhslra,e, i'UIILlil"iv), 120, 134
 

sub'lrate bimlill!!ik, u;~ Om '!NU'B'uiHm~), 122
 

substrat, kvel phosphorylation, n1~~~hJM~yj!lilLvJ~)lU)~f,ltJ'ii'uCl~mVl,
 

mnf'i'l~aln1,~nilm'l!lil~WOll"l,iNltl~Au,::liiu'B'UillOl~. 

199,214 

suhull1t, ,1tllmilltJ, 113
 

suecinate dchydrogena,c, 20 I, 223
 

~lIccina!c think.inasc~ 223
 

succinyl oA. '1fn~u 1 L ,137.147,223.225-226,260,282,
 

311,321,449
 

sueeinyl CllAyntha,,,,,, 223
 

sunal"s~, 'l!fI'f11all, 64
 

SULTase. 208
 

,ucrose, 'lllrl'lll, 68, 208. 248
 

sU2ar aei~. tllGll<lwm, 66
 

sugar alcohol, J m,ma II a. 64. 66
 

sulfanilamide, 'liaYhillll1~r, 231
 

sullal,dG, 'licn·Jll'1'lvi. 91
 

:iU IfogalaclOeLTamide,UaIvJrlllWrlt'l'lt'llYllm:I', 9 I 

,ulfonamide, 'Il"lYll111lJlil, .132
 

:,ulfonamidc, 'lia'(Yll.l11lJ\!i', 434
 

sunshine vitamin, J 5 1
 

SuptToxide di,,"uta~ 486
 

supasecondary :ilructure, tA'i~;;l1H'1Gi!JlJij~~tnA,110 

:iuprallln!ecular as,s~mhly, n-'~Jll1lilrliYa'ulY11w;l!, 1,3,29,33 

surfactanl, ill'''''lLI~~~i~r:Jl, 90
 

Swis> 2D Page:, 510,516 

$\ ISS-2PAGE, 515
 

SWIS '-MODEL, 510
 

S\ J'S-PR ',509,516 

SY RGrcen. 4
 

symhlosis, IUnUn1IJ, 71
 

'ympor1, 416
 

S G Green, 489
 

T 
tandem repeat, L'i!H~tJLJih~1.Jlu~Am41~tl1ntl,493 

tannic acid, WjOlm'UUn 138
 

7'''1 polymcra,e, 487, 4,,9-491
 

target D, A. ON dJlInl1[J 483
 

larg't RNA. RNA LiJl"lJl!J. 41:\.
 

Tarui', disease, 246
 

TATA box, 343
 

T lA-hinding prOlcin, TBP, :J43-344 

[aulomer, unlmm)'), 159
 

lautrllnerilatlnn. L'I'lllI'lLlHI1'lL'!IiiU, 159
 

technnlogy in mokcular hlnlogy, L'l'lllh/(/ifi""llthil'l!J1Tl-H.a~
 

470-471
 

telom~rm.e, ;':32 

tdomere. Yi1:11~ii[){ 5, 332, 475
 

t"l"meric D '}\, 332
 

t<:fl1platc, LuiILUU, 170
 

Icmplatc ,tnUld, ;;llOU))lL'UU . 38, :l42
 

t..:-nnin.ition codon. c;oMa~e1, 3 - 2
 

Il'nninalinn Signal, 1il'I\!~Ji[ll;I!.j\i) 3tW
 

terpenc \I'1u,;'rju, 79, 93
 

lcetiary 'trllctur~, tYl~~ilf1~.lfJ!JJ2lj. 23,107,11 1
 

tetracyclin. l\T1'1 ti!lllau, 366, 476-477
 

tetrahydrornlute Tfn:, HI, Lll,) :1111.1,tvJL \it 145,2 3,317-319
. . 
tetra,accharide, LI1 1 ~lL'ilnf\111~', 68
 

,ctrose, 1'1lll ll. 54. ;)5
 

Text editor, 5 I I
 

Ihal<,s,cnlia, I ~lnfia:aljj!J, J 13, 428, 456, 504-505
 

U-thala.\Semla, U.!l"vJl1il.rfl~Lii[J,42b 

13-tl"1Ia"cmiil. iiYl111la~~L1J!J. 4~
 

thalidOllllde. 'I'lliHIil"hJco1, 22
 

"Ill' atlllnal C,'J1ICr ror Biotechnology Information, NCBI, 108
 

the\lhmmine, 'ii1!llU~IJlJ. 159
 

theophylline, ;iLDYI ,W,159
 

thenllllcyckr, 487
 

Thermodynamic',. ~ru~1'Wamil\'l'{, 123. I'll
 

thcrmogenin. ~1'l[)TlJL''li1lJ, 204
 

thiamina'''. 137
 

thiamine hydrclt'hlnridc, l'l1ildJulal\ij'i~il!lh~. 136
 

thiamme pyropho,phale, TPP 137,220,221
 

thi"minc. B . ~ ~1)juU\1d1.llHJ~ii\j. 136- J 38, 230
 
. "
 

t11ia/.olc ring, lll~1111lhm~'('illl, 136
 

thialO1 inonc, 1mJ~l'lllilU1.I, I I 7
 

thin layer c.hromatography, l'I'imTvtf)'i1wLLU1.JLI~lJrl~'ln.103
 

thioest r, h,lmmml!l'i, 198, 256,264
 

thiogali.ll'lo;..iidl' tr~Hl~.al'Clyl;,l. e, 374
 

thiokinasc. 257, 268
 

thiol g:rollp, 135
 

lhiolas.:,258-2.) ,267
 

lhiolytic c1evagc vlVl~Uti=l"lmaaLtlil;,258
 

rhiorcduxin,1\11a'1Gl n;au, 320
 

thorednxin redU(lil.ie, 320
 

Ihr"onill~, I1rLlJihl, 100,236,290,363
 

thrombin. 'l1~alIU ,114.15" 36,440-443
 

Ihrombocyle, InllGlLaIJGl. 421. 433, 37,440-44 I
 

thromhoplasti n, "..,1l1JI'll 1~"la;;ll, 'l37
 

thrumhosi" m1~nl'lUil~~hll!l'lliiiJ\11i1\111.1rl~,439
 

llmnnho'thenin. Yi'tlJJU!lmnii'l, 4' 7,440
 

thromhoxam:. 'I'l~1J1JUi.JnL'lfU, 5
 

thr(lll1hoxan'i\ • Il'iCUIWlrll'lf11 A2, 4:36 
....'. :.!

thymidine. hllJ(ilU, 162
 

thymidylak synlhtta.s,'. <; 17 - 319
 

thynHne deo,\ynhonllcicotide.ll'liiud1}iJn~hIuilflmllll1', 317
 

Ihyminc climer, ll'lilul\'tLIHl{, 334
 

thymine, T, Lual...,illl, J 9,162,308.3 to, 321
 
, . 

Ihyroid hUTlnonc, L l'itl!lAlW iJU, :J93
 

Ihyrolrnpin-r1.'lca·;ing homloll~, TRH,l1'1hl)l'Juu-ii"~'llH)';llJu,
 

lhYlo:<Ine.l"'8n~,." 105.422
 

thyroxine-binding :Iobulill, TB T~ 435
 

,i"u (actor, factor IlL U'l.rfllif'JL5D. 435
 

543
 

9 



~,s1B::JlAU 

tissue rlasrninng~n :.Ll:tivator~ 486
 

t[trauon curv", (1)lvlJll:1~nl'Jll'lL\'l~vl, 46
 

TMP .. 3J7-319
 

tocopherol, tl'ltmvli)"il:1 , 153
 

topolsomerase, 369
 

topology, Cl1li1nlll. J 10
 

total or titrable ucidit,', n~~blJ(i1L"~, 41-42
 

tf"in. iflnl'l:t, 114
 

traCe clement, tjl~l1,N, 28-29
 

ir,Uts-a'-enoyl e,1 •260
 

lr<.msacetylas ~ 375
 

lransal<lo[II, ,230
 

transaminase, 281-282
 

transamination, tJljn-FllfJlIJ nJlI:il1lJ, 143, 234, 239, 281, 291,
 

301
 

transcoba[amine tl"il'Uillf1'lJlilliJW, 146
 

transcol1in, Lbl1 uri' n{iiu, 435
 

transcription, nl~mlQni", 171, 323, 372
 

transcription factor, TI', lL\.jfIL(i1i)fmJli1~~ ,3 3.393,397
 

TFU ,343-344
 

lHIB,343-344
 

T liE 343-344
 

T IF-Pol 11 complex, :343-344
 

TAm, 343-344
 

TFlI1A,393
 

TntS,SIl,344
 

trallscriptional activator prntein, TAP, ttJ~0i\Jf1"j~oj\Jtl'itU1Wnl'j
 

tla\'I'jllll. 390, 392, 395-398
 

transcnptional control, tllWl1'lJi1lJf1l<;tla\,1 ~" 373
 

transcriptorne 1'I lU<lf1'hf(AIJ, 509
 

tran·- -butenoyl (,oA, 265
 

tran -a'-enoyl oA,258-259
 

Wlnsduction, 480
 

tmrder RNA, tRJ A, 163,179,181,345,347,354. 358, 36~,
 

366, 3 1-382, 384
 

transfera,' • 120
 

t"tnsferrin, UlrjllaLW<l1U 148,369,435,454
 

transition slatc, fll1lWLLthLtJ~EJ'U, 123
 

transketo(ase, 230
 

transketnlation, tll~[h(Jllijffi11, 156
 

trarl,-:Iatc se4ucnce 512
 

tran,lation, f1YiL~t1<l'j\i ,171,323,372
 

translatioll 1(')01" 12
 

tran,lational control, nTli'l1'lJ~lJf1l ·t~ I~,,\ii;l, 373
 

translational lramc,hift, 382
 

trao~latronal reprcssnr, 382-383
 

tran,loca,,", 362
 

transponer, 1'i11J'1HI ,411
 

Iriacylglycerol, TAG, 1 nLfl21<lf1~L'/Hl~<li;t, 78-79, 86-87, 89,
 

92-93.235,252-255,262,267-270,278,297,300,
 

407,432-433
 

tricarboxylie acid cycle-, TeA cycle, 1D~mm(i\11'1~f1yj'lJ1lt1;tf1,221
 

triglycericle,lmn~\'I!Dhi,79
 

trinucleotide, 1mibAiltll'll1", 166
 

Iri'he lmtinl, 54, 5u
 

triose kina.'e, 24"(
 

triose phosphate, 229
 

trillS" phosphate isomerase. 212, 214
 

triple bond, W'Uti::<ll:IJ, 9
 

tnplet codc, ',lr 11"' lJ, 180
 

trisaccharide,lmu.tinfl hvi", 65, 68
 

triterpene,ln LYltl'i',hl, 93-94
 

tR1'IA \ ',355, 358
 

troponin C, lmTtJilu~. 112
 

trypsin, 113, 132, 279-280, 500
 

trvpsin inhihitor, 280
 

trypsinoge 132, 279
 

tryptophan, l1;l..itl1LLvlU, 99, 236, 290
 

tryptophan operon, trp operon, 376-379
 

Tu-G P complex, 361
 

Tu-GTPcomplex,361
 

tumor antigen profiJc 1 503
 

tumor necrosis facror, 486
 
",.I... Ii ~
 

tumur suppres.sur gene, UUl'lUtJIHfll~LflQlj::L~~,388
 

Tu-Ts complex, 361 '
 

two dimensional ncl dectrophorcsi", 2D-gei e1ectrophore"is, 498-600
 

tyrosine, 11'1h'ii'U. 100,148,236,2 1,283,290-291
 

ty""inc kinase, 463, 465
 

tyrosine kinase receptor, 464
 

tyrosine transaminase, 281
 

tyrosinc-3-monuoxygena.w, 284
 

ubiquinone. UQ, ~tJ~i UU, 201-203
 

oxidized ubiquinone, IQ, ~Uf1·tlJljJ'LJ~1ltl:al(i\<f, 201
 

reduced ubiquinnl1c, UQH" ~iJfl111HIJtJ~~h'l1. 201
 

u 
ubiquitin, 369-370
 

U P,243
 

UDP-galactosc, 248-250
 

UP-glucosc,248
 

P-gluco,e dehydrogenase, 232
 

UDP- glucose pyrophosphorylase
 

UDP-glucosc-4-epimcra"c,248
 

P-glucuronat ,232,453-455
 

Uk"H,486
 
.J J.'.: ~
 

ultracentrifuge, f1lnUjUL1'l !NLltJ'lJmlm~1(J,J(J1V1, Ii
 

ultravi<!lct light. f~ii1l1l\;llll,lcHml, ;334
 

uncompetitive inhibition, m'jUU~~lLU'lJhJl'IllJl'j(lL,~~'li'tJ1I'lfJ"I~,J, 129
 

unconjugated bilirubin, 453
 

unc<!upler, 204
 

um:oupling protein, P, 205
 

unipotential "em cell, l'1lilil"vi'unlLU 'llUliltli:ill'1Ll'1\lLfill<l,422
 

universal c<!de, -.i"altlil. 3ii3
 

universal codon, n;"W"tJqrn~~llllnll, 512
 

unsaturated fatty add, n~1il1tlljllh.i~lJ~il,80, 266, 414
 

5'-untranslatc<l rC ion, 5'LJTR, 353-354, 359
 

uracil, U, ItJalJt~%il,159, 162, 308, 310-311, 321
 

uracil D A glycosyla. c. 334
 

uracil N-glyco"i<lasc, 3 34
 

urate oxida:-it.', 310
 

urca, ~'~IJ, 113 115,262,281, 288-289, 300, 303, 311,420
 

ureacyck, -) ~n'j~L-:.lu, 101, 280-281. ~85-289, 316
 

urease, 310
 

uri" acid, f1 \ilU~f1. 159, 309-310, 316, 321
 

544
 



uricase, 310
 

uridlll , ~1~'U, 162, 164, 347
 

uridine diphosphate glucose, UDP-glucose, 2' 2, 242-243
 

uridinc dipho~phute glucuronyllransferas ,453-454
 

uridinc diph,"phate, UDP. ~~~Ul~vliJalyjVl, 317 -318
 

uric\inc rnonopho:;phate, MP, ~~OiU~[)hl'l'jmHYl~,817 -318
 

uridine triphosphate, lrrp, ~1~lJ'lwlvlmll'rlO1, 242, 316-318,
 

338,401
 

uridylic acid, 164
 

urohilin, ~hDiiu. 45
 

urobiJinog n, ~hiJaltJL'Ju, 453-454
 

urokinase, 442
 

uromc acid, mV1~hiln, 72, 420
 

uronic acid pathwa., i~n'i\1l~hiln, 207, :l28, 232
 

uroporphyrin. ~t"mu{lmu, 446
 

uroporphyrin I, ~Ln'(id1vFjtJ I, 452
 

uroporphyrinogen decarboxylase, 449, 452
 

uroporphyrinogen I synthase, 449, 452
 

uroporphyrinogen Ill, ~hWu'flyjlitUllltlll1,449
 

uroporphyrinogen III cosynthatte, 449, 452
 

v
 
vacuole, lI1Ijl1l~, 36
 

valine, Ll1~lJ, 99, 236, 290
 

van der Waals Interaction, ii'tl'l.,fj"'lmLl,lJL(')u{,1mf, 11
 

variable numher of tandem repeat, Rs, 493
 

vascular endothelial cell-derived growth factorrt.ceplUr, VEGF-R, 464
 

vascular endothelial cell-denved growth faGtor, VEGF, 463
 

vasoconstriction, rn'l11~)~1tlu~laULiiiJ(iI,435
 

vW!oprc ~in, 11t"LW'HI~lJ, 270
 

vector DNA, D Wl~=, 471, 475
 

very low den,ity lipoprotein, VLOL l<lLviltJ"iiilJ'llu\ili'nl]m'U1Lluu
 

.ilmn, 93, 254, 407
 

viagra, 467
 

Vibrio cho{cr". L~Elaiil1Y1f)TH1, 412
 
~ 1 ~ ~ ~ 

viral hepatitis, mWIOIL'1ftl 1.amU!lrlUrU, 455-456
 

visihle light, LL ~'l\.l'1h-IY1~"lm l~'\j, 334
 

VISual cyel , ~!l~f),n"'Hm~liiu, 149
 

vital lore , W ~~~L~i~tiYl, 4
 

vit;.tmin
 

lat-soluhle viramin, imiitl~a~i11tJl\1l"ltJ1Dlr'll, 96, 148
 

vitamin ,imiiuLil,136, 148-151
 

vitamin D, 11lllilU VI, 136. 148,151-15
 

vitamin illlliiu a, 136, 148,153-154
 

vitamin K, 'i l~\l U'l 136,148,154-155
 

wUler-s luhl viramin, imjJtl'iila:,nfl1~"l\lJl, 135-136
 

\'itJmi.n~, 134
 

volt meter, 1ll0lTjY1ml:l.l~1~1'1'f1IL196 

von Gier~e's oi~ease, 24,
 

W
 
wakr, J" 29
 

r _.. ,. 1 ' 
water and elccrrolyte halance, qa\llLL"::<JLlln~tl'j "Yl, 420
 

wat.er balance, CllJ~ 'llu~Jl, 31
 

wax,1'll,78-79,86-87
 

weak acrd, n~millU, 39
 

weak base, LUCltlEl'll, 39
 

Assull 

weh hrow,.er, hl..-LLn"i1JrltJ L'JU, 511
 

ebcuttcr, 513
 

we~tern blot unalysis, 49
 

wet heriberi, 137
 

white blood cell, d5\ilLaiJ61tJl1. 421-422
 

wobhle h",e, 3 55
 

wobble hypothesis, 355
 

WordPad, 511
 

x
 
xanthin", WIlUflU, 159,309
 

xant.hine oxidase, 309- 310
 

xanthosine mtll1ophllsphate, XMP. 314
 

xanthylic aCid, :314
 

xenobiotic, i('lll\JltJ~f1, 450
 

xeropthalmia, 150
 

X-ray crystallooraphy, 1ll"iflm,jl~iill~1l:t1"~LtJlli,112,510,
 

xyloS<l. hI"". 364 '
 

xylulose. hill"". 55
 

xylulose-5-phosphat.~,230 

y 
yeast articialchromosome, YAC. 475,479-480
 

yolk sac, ~~hjLLY1~, 423
 

z 
line, a~n::il, 451
 

zinc tingr,;:T. 392
 

zinc finger motif, 393
 

zwitterion, a;IIILt1flflmJC1U, 102
 

zymogen, hllJL~lJ, 278
 

545
 



• • 

tD t)"'.5S 

BSTI DEPT. OF SCIENCE SERVICE ISB : 978-616-223-132-2 
Ihi1m4i1i1l~lil" "1ui,.,u,lII,iIltli"u';m"l 

111111111111 ~~ lll~ I~II ~IIIIIIIIII~ 11111111111111\ 
1110014026 

...., I 

11l111'Y1f.mlEJ"lltl '1J LbO '\J 

(l.ij~')m~ tl.Liin-3 ':a.'lJtl1JLU+U 40002 

tn')A~'Yi' 0-4336-3265 

Ln~al~ 0-4334-8386 

-mail: mdbioch@k.ku.ac.th 

•

tJi'\J'tJ~-3 I'l'r-.1 ~ 1 iiUlyUJ 2540 ':al'Ul'U 
1 

tJi'utJ"i'3flf>1~ 2 ihnJ1EJ'U 2540 ~l'Ul'lJ 
1 • 

tli'Uth-3flf-.1~ 3 ij(l'UlfJ'IJ 2543 ~1\J1U 
1 

tJi'utl"i'3flf ~ 4 ij(l'U1EJ'U 2548 ~l'Ul'lJ 

t1i'utl"i-.11'..f-.1;1 5 "'U1A~mfI'lJ 2550 ~l'lJl\J 
1 

tJi'U1.h~ftf-3;1 6 ~qA~mEJ'lJ 2554 ~TIJ1'lJ 
1 

!J~P• 
ICl"mJ "" fb1­

2 54
 

I "Y1:auv\J 2.0040 

"" ..ll'UlI 

I 11MQQ 'i ~ ...., ...
 
500 biUJ 'Wiln. L,)_:.l~)J~fl~~1Jl'\J1111f.n
 

3 000 bcl)J Vl':aO}j'.:j~)Jl1fla~'lJ1UlinEll
 

3,000 La)J t,)-:.l'V'l)JW)JVllinflT~fJ'lJtl\JLLn\J
 

3 000 La)J 'H':ao.h W)Jvrfla~'IJ1'IJlinEll
 

7 000 La)J Vl':an.b-:.lw)JWfla::,1Jl'lJlinEll
 

5 000 b-a)J Vl':an.h_:.loW3Jwfla::,'Ul'\.nlflf.l1
 

.. "!'l - ...... oal _ ••( :; oal 
~,.ntl1LAjJ I 'IJ"S'HUl fll'~ 'r4'l'\J fl""i'4t1!i\tl ... [lLa::~tJtltJ 11. - - 'r4l1n~"S~l1 6. 

• _.,. , A Q,I • 

- - llmmnu : /l1fl1'tl1ti1L~1l ~tu::LL'r4'Y1t1Ala~"S 1I1111'Y1fllaEltlfl'Uunu 2555. 

545 l1,rl ; /l1Vfl.h::fltl'IJ.
 

ISB : 978-616-223-132-2
 

''----------------------------' 

TIftl 395 UTtl 

Yf:Uvr~: wiln.h-:.l~3JWfla_:.l'IJl'\.J1il1E1l 

232/199 Vl~ 6 f.).A~i'lJfl{ ~.l'IJLijtl~ lJ.Liia~ ~."llm.!LLfh.l40000.. 
Tn'). 0-4332-8589 Lfl'H'fT'J 0-4332-8592 

(
 

mailto:mdbioch@k.ku.ac.th

	สารบัญ
	ดรรชนี



