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412,4.25
 

phosphatidyl inosilol, wllavll,,61'lllillJ'Iil'lDCt, 9, 40 .425
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phll,ph lidylserille, Wllllyhilii Ltlil~lJl89, 407, 412-413 425
 

phosphollnhydride bond, l'itlll::Willllv1LLlllJl!llijl~~, 198
 

phosphocholinc, YlllulYlT..8U, 27 I
 

pho'iJlhodle.~Lcr hond, l'iuotYlilaTYllGl,alfmai 9, 178, 325, 38
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ph ,phodlcstet'USC, 308, 321
 

phosphoen Ipyrovule carboxykinase, PEPCK, 226, 233-234
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phosphofrucLOaldolase. 247- 24 8
 

phosphofroctokinase, PFK, 122, 212-213. 2J6. 233
 

phospho~tQkinlL'e-l,PRO, 217,237-238
 

phosph.ofruclOkin:m:-2, FK-2,237-238
 

phosphoglucllInumse, 242
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pho pholle~oisomerasc, 212-213
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ph. . pholip3.se, 253, 409
 

ph'lS'PhOlipa, ",,253
 

pho>pholipll.\e" ,96,253
 

ph ''Pho1ip;t.c ,89
 

ph spholipase C, 253, 461
 

I'ho\'Pholipase 0, 253
 

phospholipId, Ylililll'liiVlfl, 78, 89. 92, 252, 254, 267 270,407,
 

425,432-433
 

phosphomannoi,omemse, 249
 

phosphomolybdIc ULld, n1G1l'l!latvl1~"lJ~n, 106
 

4'-phospllopante\hetne, 4' -l'lilalvlLlVl\lmiia'l, 264
 

phosphoprotein phosphala.o;e, i37, 462
 

5-pho~phoribosyIllDl;lle.5-l'lllil1vll,.tu'ilLilij\l, 312-313
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pho'llh,)nc acid, n'lli1l1llilWD; , 158
 

ph ~ph rus, wllavla~ll, 152-153
 

phospho _I~ 243
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pho pharyhued mllQund. in'i\h::ntl1JYlaaiYl;)Gh~ 1 198
 

hosphorylated <ugur, J 11ll'lail1YlOl, 66
 

phosphorylaIJon, n,.nii~~~W!lilivlil. 364. 390
 

rho phorylation cascade palhway, 245
 

3-phosphoserine, 3-vlmllY1L'lI!lTu. 293
 

phosphotungslic acid, n~GlYl!lalYl";"ll-fl, 106
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photolyl1Se, 384
 

ph tore cliv81iOn,lYlT"iLUlnVlL1li"" 334
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phy~iological cheml~try, if;';"fmU-lLflii
 

phyt3fllC mlld. 3.7,l1,15-letr.lmerhyl he~anUlc a<:id, f1,~l'l'lmuf1.
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phylol, vll'lilil, 261
 

pmOC}lil~i ,Yllul"ln a, 36, ·116
 

PIP.-'~Ifk phosphatuse, 457
 

plasma., 'I'li\11l1ll, 420-421, 433
 

pla,ma r""li,,!! g.!w;ose, pr<i, 241
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pbsma membrane. LUtlljlJVlillilm, 35, 407
 

plasmalogen, Vlilli111ltllLQU, 89
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plasmid, 'n 1 ii0, lll8, 475-476, 478-479
 

plasmid pBR322, 'W 1 ii~ pBR32Z, 476-477
 

pi:lsmin, 'n laiiu, 442-443
 

plasminogen, 'nalsiiltmnl. 442
 

platelet, Lnalln8DVI, 421
 

platelet uggregation. m~lfll:n~ll'llil'lLn~~l\aEl~,436
 

platelet plug, 436
 

platelet-acti aJ.ing fuctor, 89
 

PF1, U'fltlLOlil-lLnii(;llihl I I, 437
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PF4, L1'flntlllil{lniifllatl9l4, 437
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platelet-derived gro th actor, PGF, 255, 463
 

pluripotenlial stem cell, PPS , 1'lllla~1Jfil1\l~tlillilfl"\l1lI'H"uliiull.
 

422
 

polar lipid, a';lililtT1, 407
 

poi:lrimeter, Lfl~lN polarimeter, 1
 

polarized light, U<H':\I1\JL~U1, 17 103
 

poly A tail, 346
 

polyacrylamide, 491
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p lya nylatc-pol merase 346
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poly y tron gene, 374
 

polyrle,) yribo.weleoti<k, 'n!la~ilElnuhtuil1RatubGf, 165-166,
 

175-178
 

polyelhylene glyc I, flilalilii'iiu1nllRllOl, 115
 

polygenic 'ene, 374
 

polyglulamare, wililn~'rlll)Jil, 145
 

polyhydmxyaldehyde, 'n!liill1lil'liln ii'lliilslPi', 53
 

polyhydroxyketone, 'Wl)~1!1fit~fln.;rffinu,53
 

pulymerase activity, 325
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478,486-487,491,504,508,513
 

polym riutlonrnle, ti'Wllll~11.\lm'~1lif1!lil1flatillfl .326
 

po!ynude(l[idase. 321
 

polynucleOlide, 'Wll~iht'atillYl~, 158, 165, 308
 

poly I pathway, iowaaililll, 67.239
 

polypeptide, Wll~I'ntl1YllPi', 05, 351 357, 362
 

polypllllslC mtegral protein, 409
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249,411
 

pul Sllm Wil-t'lfll. 185,356-357
 

polyun: fUm~d fillty acid, PUFA, rl1(;ll!l~U'W~1l;1Lfl,,'Ii'!lU, 0
 

pol vinylidine lIuoride, PVDf, 499
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post ab!;orplive state, 1111::'I\a"nl~~lil;lll '101m,., 299
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poq h palic jaundice, rn1::iitl\.I~Li'ifil'l\.w'llniraJUU~mju8iln'l1n
 
l'1laafltJltlul1, 455-456
 

p t prandial tate, I1n::llOl::ii'Ul1;llnliNiin1'j~fiIii~il1'1\l~,299
 

p stnatal hemopoie~i', m~ai'1-lli'i8f11\11'::u::'I\a"flallfil 423-424
 

post-replicallon repair. 335
 

posltrunscriptlonal modllicalJon, nl'lf1nUvl"'I\cWn1'1allfil~"il, 372
 

post-transcriptional RNA pr essing,345
 

posttranqlational moditication, rl1~;fiI11tlll-lttJLl'1t!Il'l\~"n1"1LLtla";ll,
 

358,362.372,479
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puUlssiurn uxalal ,lViUfllllBVll1111n'lfllaVl. 443
 

p~lbumin, 'W lii"\ln1,\. 149
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p~u, r,a1~~-l~1,\VUlmllln,29, 188, 190,296
 

pre-lImn v,tllitlln A, 111~ e-\!ii'UtliH"im1iilJLtI, 151
 

pre-hepatic jaundia:e, rnl::~·dl\.l~Lnfilrlil1,\~uiiJiJlJ'l::~Ol~)J~~
 
nl!t~hl'lti'itiu. 455-456
 

~k.aJlekrejn, W;URaL<lLfl'iall, 438
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pre-ribosomal R A, pre-rR A, 343. 346
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Pribnow box. 339
 

prima uine, l'W~Jllfli\l. 231
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prhmtry Clive 1r:m~P(1rt, 4.16
 

prim ry la"tose in! lerun "e, 209
 

primary messenger ail8tyl\jlOltl;pJlJii,460-461
 

prinw!)' structure, tf1'1"ifil~tl3)JlJii, 23. 107, 108
 

primary transcript, RNA -i'lIlhtilGl, 345, 399
 

primuse, 329-330
 

pnrnille 1W~lllVl, 148, 232
 

primer, tYl'itll f. 332,494-495, 513
 

primer annealing_ 495
 

primo~ome.1-w'll~t'lf).l,330-331
 

pnncipal clenu:nl, tll~Mtln, 28
 

pr binicid, tW'iiHlti~, 139
 

procarboxypcptida:<e, 279
 

PlVCaryolc, hhu.Rn!JWl, 33.-34
 

proenzyme tmlEl\.ll'lfsJ, 42
 

progeslclllll ,t'n'lI~alYl<ll"il./, 393,468
 

prol(\l:tin, l'W'iuanVi\.l, S88
 

prolinc; lW"lii\.l 100,148,236,290-291
 

prom ler, p, lW'IlllL~l'l{ 339-34 1343,373-374,397
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propionyl oA.lw'IwlilualflLil, 260
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PROSITE. 509, 51 4
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pl'Oi U1glandin. W'iilll"lUml\J~U, 79, 95,408, 461
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pr slh tic group, lt~W'illaln6in, 121, 134
 

protamine, tW"lmjlu, 183-184
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26 -prcll"-""Ome, 26s-1tl~fiLtlt'lf)J, 369
 

pTOl·in. Ttl1'~1J, 98 107,190,278,297,30
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prot in 4.1, 410
 

prol in array, 498
 

prolcin C, 4 2- 43
 

Protem D-d!ll Bank, PDB, 510, 515
 

prolcin degmdallon, mn;,altihhiilJ, 367
 

prolein denaturation. m':r\iltJaI11Wll')'))Jllliit1fl~l11')iilJ, 114
 

prot 'in ~ hJm , m')muil1111l~111')iilJ, III
 

Prot"in Identific lion ReroUTe Protein Sequence O:u.ub:~ PIR, 118
 

prut in kinase: 270,364,400
 

prolein kUlll! A, 2.37,2 4-2 5, 62
 

prolein kinaJ B, N.l, 466
 

prolcin kin se C. 241
 

prolein kin, sc G, PKG, 467
 

prptcin microarrlly, 471, 503
 

pn>lt:in n:naturarion, m')n;lJ~a111WIl')')Jlf1Ii"m~tthlil\j, liS
 

prolein S, 443
 

pr rein ~equcn ing, 498
 

pr I in I1lbilily, fl11Ull1ntJ'tltJ~tll,iiu, 114
 

pfPtein . nrh~\i\, nl111-1lf'l11t~thlilu, 351
 

prolein targeting, n1'5U1t1l11il\l111ti~lih"'ll1tl, 367
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I' leol ti enLym', 11
 

proteomics,l111fluliliJncf, 6, 118
 

proll1rumhin,lw,)Yl'5£1Uiiu, 105, ISS, 364
 

prolhrombina: e, 440-441
 

proton acceptor. lfl'j~i'l1Ul'50;U11l'5flilU. 38
 

prolOn dolltlr, al1~1'l1)J1101,;tUUlllU. 38
 

proton motive fOl\:e, U.'5~iUlfl~ilu1th"au, 204,408 

pr ton _ ifi ehJlU1 I. r , tiil" 'llYn::, 204
 

pr lOporph rin,lw,lm'filflWiu, 446, 47
 

pr !oporphyrin m(IX),lYl11Ylwil11mu trI (IX). 447. 449
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protoporph rinogen 0 idai<e. 449, 451
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PRPP synlhcta,e, 3 lO. 312, 314
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pseudouro ii, ~I-uroeil '111jl~L :ea, 1 1
 

pl>eudouridlOc. \ I-undine, 'e'ljl~'~ll, 347
 

pTEFb,344 

pt~ridine, 1l'l1liil\l, 144
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pyranose ring, 'l~Ul1'luwll'jlua, 9
 

pyridine, Lwi~u. 142
 

pyndoxM,lwiftania.142 
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pyridoxine B , i1l11iiuihm,lytitlaniiu, 136, 142-143, 282., 451
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pyriirnidine dcu"ynbonuclc 'Id , niii~u~EJililn;lhluii1fliit!l1'il~,
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pyrimidlO , Luamiiihl. 66 1 5,159-160,170,22 ,281 308,
 

:no, 321
 

p}rimidin ri nUl:le ill, n;iifj'UhlUu1ftiiTill'll9l.162
 

pyrimldinc n nudCOlJtIe, mii~uhllJ;j'lfla1illYl', 163, 316
 

imidin nng. 1~U \I1uniiiiiu, 136
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pyr phosphatase, 242
 

pyroscqucn ing, 496
 

pyruvarc,lw.1'l9l. 190,211-212.216.218-221,223.226.233,
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pyruv(H ar x la" , 2.26. 23 -234, 263
 

pyru . Ie dec rhoxyl, ,220
 

pyrUvll1c dehydr g rul>e 270
 

pyruvate rl hydrogen:l~e I:ompl X, 33, 220-221 225 228
 

pyru ate dehyur g n~ kin ~ e. 221
 

pyruvate dehyd gemL'iC: p sphate phllsphutaso:. 221
 

pyruvate k.inase 9,215-218,233
 

Q 
quaternary ammonium,S 2
 

quaternary struclure, tfl,)~ilfw~~PlJii, 23, 107, 1 t 3
 

ljuenchcr. 490
 

'1uinin, fliiiu, 432
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rdcemi mi. lure 1fl11-l llU11;liin , 19
 

nuli active W~ te, n1nn~,r\lflt1lw-i~il 495
 

radi immum' -ay, RIA, 5
 

RaE-I,465 

raf6no e, v/;(tUll. 69
 

RUIll.1chundran pi I, 10
 

Rapp (lOrt ubering ~hul1\, RL ,hulll. 218, 431
 

run: ba.'oc:, LU 1filGl~wul~tJ,n, 159
 

Ra~ protem, 464-'165
 

Ra,Mol. 515
 

rate eOlllltaflr. tilfl~~tl£n\.l~fJl. 123
 

rale of Ie lion, ti'~11I'hlla~tJiiiiiU1, 12
 

p-,k-pendent. 342
 

reading frome, n11lUOl 91\1, 4 4
 

real-lim PCR, R -PeR,488 490
 

REB" E, 513
 

reoonucleo Ide diph ph.a1e. hluih Mill'll via Lvi ,321 

Re.:A proltin. 335
 

reearl,llhali 11, 4-42
 

receplor, ~1-itJ, 4 11
 

re.:epl r :.'uanylyl cyclase••hi'mil"fhluihlllfLflila, 460. 6
 

469
 

receplor tyrosine kin • ~iTi'tllY11'itiulflluCT. 46 ,463,469
 

n:eOl!nilion 'nc, tilu",\l~Ql_ 473
 

recombinanl DNA, D A IfltJl-lll)J, 333, 472, 476-478,480- 482
 

cQn1hinilnt DNA t hniLI " IYlfIU Cl1tJI-lllJl, 471, 485
 

recomb;n.,"! DNA I hn logy, LYlfllulaii ON Ifltll-lll)J,513
 

c mbin,IOI pI 'mill Yl 1, iilil 1(J~,a)J 477
 

n:combmanl plein, 484
 

n:c(lI11hmaltIJR repair, f111'1ia)J161vn1'Uflf1L\J~tJuch'U'I!EJ~ D A,333
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red blood cell L~~H~tlVllLm, 231, 410, 421, 431
 

redox reaction, t1ljmtJll tlmi', 24
 

reducing ag'nt, ii'l'i·l'1:f, 24 107, 196
 

reducino equivalent, -~1~~5A'il1L~1JiI, 195.227
 

reducing ,ugar, Jlmfil1~i1'11', 63, 68
 

reduction, ~~nill, 24
 

reduct"m potential. E". '1~flEJ1't1rl1:;~n-n'u,196
 

efsum's disease, 261
 

regulartnry 2ene, U'U.Al\J~lJJ, 374-375
 

regulatory cnzyme, LtlU'l'lUJf11tJ"lJJ, 304
 

relaxin, 486
 

release' lac lor, RF, lL~mVltl~'1J<1011JcimJ, 362
 

RF-1,362 

RF-2,362 

RF-3,362 

renaturation, annealing proce", I11lnol\Jioi1J~"jnwlj 'l~JtntJ. 172
 
" l' 

r~peat unit, mnl'Jl'Ji3lJ'lIfl1111'i'1:l1 493
 

repctitive sequence. ,hVltILU"ilf1'ULlJU?lVl, 493
 

replica plating, 477
 

replication, m"lriltlll1J1.J, 171, 323
 

replication fork, ~VllLtJtl tI, 326, 330
 

repli,orne, 328
 

reporter d 'e, 490
 

repressor, 375
 

rCsonance 1~hlL1Jul'f, 106
 

resonance stabilization, mlllUliitl"i;jLii~'iI1nL'lL'liLL'IJ'IJ'li',9
 

re.spiratory a..:idosis, 50-51
 

respirator alblo,i, 50-51
 

respiratory dislr ~~ syndrol1l ,486
 

response element, 390, 399
 

re,ting stale, Jlll%~n, 298
 

reslrictinnendonuclease, RE, 471-472, 475, 477, 481-482,494
 

B,!!I E. 474
 

B'I Ell, 474
 

EcoRI,473-475
 

Hae fll, 474
 

511/ 1,474 

SeaE,477
 

Sin E, 474
 

Sma E, 474-475
 

Xho E, 474
 

Xho [[,474
 

Xnw E, 474
 
.. . . , ...

re,slncllon SIt tillLLWU Gl~ 473
 

reticulocyte, LiJ~LiitlV1Ltlil~1t'Ul:Gi'l;:itl'll, 40 1,423
 

reticuloendothelial system, 453
 

I,	 retinal, l'iiiir", 119
 

retinal-op~in comple,s, 150
 

retinoic acid, n'HlL 1LIliln, 149
 

retinol, L'iiiumt, 149
 

retinol hinding protttill, RBP, ] 49,435
 
, .. 

retmol estcr, lil"L'I'ItI~titl~L1'1'1U!l<l, 149
 

retinopatby, 'iI!ltl~fl1'1'1G\1l~tll, I 4 2,11
 

retroviru', ~hnb-j'il, ,332, 348, 382, 480, 490, 504
 

rt"V rsc cumplime-nr, 511
 

re e"" phase column, 502-503
 

rev~~ lranscript:\.<c:, RT, 323, 331, 348-349,482, 490-491
 

rbollopsin, hVltlvi!lJ 150
 

n boendon uc Iea.se, 346
 

riboOavin,.B • 'imi'hlUitll'l. hl\J't1in'i'IJ. 136,138
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,ibonucle'l ,308.451
 

rihonuclease D, Rnase D, 347
 

ribonuclease P Rnase P, 347
 

ribonucleic acid, R A, n'i~1hlui)1fl~~n, 159,176,178.181,! 5, 

308,321.385.396-397,402,470,483,490-493,503
 

RNA primer, 326, 329 330-331,338
 

RNA pmbe>, \illVl'i1'J~1.J A,483
 

RN processing, 352
 

RNA replicase, 323, 348
 

R replication. nl':i\ilUlL\J1.J R A, 323, 348
 

R A splicmg, mWlv1LLvi~ R 'A,345-346
 

R. A trJ.n~cript 342
 

RNA-direL'ted D. A polym rase, 348
 

R A-dire(;ted RNA polymerase, 348
 

1 NA-D, A hybrid, 348
 

RNA-induced ,jlcncing comple~. RI' ',402
 

ribonucleoprotein, 332
 

ribonucleoside, hTuiJll'1illit1'IJvf, 162
 

ribonucltnside djpho~phate reductase Ioy,lem, 320-321
 

ribonucleoside triphosphat". I P, l luihAiltll1'll~1rr'iYl!lilL't1Vl,
 

338-339
 

ribonucleotide, hl\Jihflalv'h1Vl, 147,1 3,31 1-:1l2, 316
 

ribonucleotide reductase. 31 7 - 318
 

ribos ,hhHI, 53, 55,159,228,308
 

nb'lSe-5-phosphale, hl1.J<1-5-W1l'Hyj~,229-230, 312, 322
 

ribosomal protein, 383
 

ribosomal RNA. rRNA, 179, 345-346, 356. 381,383-' 85
 

55 rNA, 347
 

1635 rR i- :347
 

2:3S rR 1\, 347
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xanthylic aCid, :314
 

xenobiotic, i('lll\JltJ~f1, 450
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